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pp53-TA-GLuc-Dura (353 BhL)
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D2225-1ug pp53-TA-GLuc-Dura (& & B 5ikr) lug
D2225-100ug pp53-TA-GLuc-Dura (i & B 5ikr) 100ug

FamEN

>

>

>

pp53-TA-GLuc-Dura (55 R TR 2 2 7K BT I FAR I p53%E RIE KR & 25 R FkL, pp53-TA-GLuc-Durajg A
HARRMpGLuc-Dura-TAFR AR, TEHZWREA RN T Z M p53dahim, 7] PAR R BUE A pS3HEE K,
pGLuc-Dura-TA (2R TR B E =K BT AN A AWML AR T8, SfE. JEATPIKIiI Gaussia-Dura
Luciferase (Gluc-Dura)& ¢ EEHER 53 EAM5H — TR, %3R5 I E BN EPGL6-TA (D2105)FEA_E3F(T TikiE, AT
BEHRISKEES, SEERENZEER (mutant, Mut)Gaussia-Dura Luciferasesi 't 2§k 5 &K% Ffirefly luciferaseit
1178, [FRHZ PR IES: T pGL6-TARILES, Bl5Promega pGL3RFIFRIAHLL, XREANFURIHH AT AT DA TN H A T RERY
A TS R ETHT TIE SR, FERFREREATIIET, SR E AR IR e A P 2
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Gaussia Luciferase2 4B T H BFKIBH — /KR BLEHFERINZE (Copepod) 5V (Gaussia princeps)IHTE 2R, Gaussia
Luciferasefy B 25K BEM BAIREE, H o TEE/NQ0KD), HEAMBEGESRR, LB MBS 4Rsh, FifE# HGaussia
Luciferase i &5 B R BA LRI AR TRIEN, TREFAN, rTEEMAMAMRERE R THOC RIS RS2 N
Far U (4 Rt ] DAREA T 41 R AR DA 53 AH R A R D R BTG M)

Gaussia Luciferasea R B CREBHRENAM RN I H L (480nm), SHMEEEME, FHGaussia Luciferaseff
HIREEREEZNNE: S AHOEER, TERIEERN, TCARBAN; RGRER, BHEHDEEMN1000:%; KM
TCHATP, ANZATPN; fEthm, WRE, pHEZMZ M58,

g3 4 M Gaussia Luciferasetf b, 282 Gaussia-Dura LuciferasefEiZLah¥ i AT 3RIKN, R{IUREH T Gaussia
LuciferaseffL#FIR A, EE &N E HRIKKERTE G e e,

HOLR, HOLRM, HAREOCREE BRI MEEPIMEIOCER, JOLRM, B RIOCRIINE SRR,
pp53-TA-GLuc-Durafifi i F 25 841

Feature Nucleotide Position
pS3 response element 20-73
Minimal TA promoter (pTA) 96-118
GLuc (MT) reporter gene 160-717
SV40 late poly (A) signal 752-973
SV40 early enhancer/promoter 1021-1439
Synthetic neomycin phosphotransferase (Neo") coding region 1464-2258
Synthetic poly (A) signal 2283-2331
Reporter Vector primer 4 (RVprimer4) binding region 2398-2417
ColEl-derived plasmid replication origin 2655
Synthetic Beta-lactamase (Amp®) coding region 3446-4306
Synthetic poly (A) signal/transcriptional pause site 4411-4564
Reporter Vector primer 3 (RVprimer3) binding region 4513-4532
pp53-TA-GLuc-Durafihi(4564bp) IR HEGN T : Bel 19

Kpnl19
Bgl 1175
Hind III 85

Spe 14349
pTA

pS3 RE
Synthetic poly (A)
and transcriptional
pause site GLuc-Dura

SV40 Late poly (A

pp53-TA-GLuc-Dura
4564 bp
SV40 early promoter

Xca 4030

Ampcillin BamH 1985

Not I 3418

Stul 1418

Synthetic poly (A)
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> pp53-TA-GLuc-DuraHi%H HIEFIN & (Restriction enzymes that do not cut pp53-TA-GLuc-Dura) f4F:

Aatll
Bmtl
CspClI
Nhel
PspXl
Xcml

Acc651

Bglll

GCCTTGGACA TGCCCGGGCT GTCAGATCTG
CGGAACCTGT ACGGGCCCGA CAGTCTAGAC

Minimal TA

promoter

GGTATATAAT GGAAGCTCGA CTTCCAGCTT
CCATATATTA CCTTCGAGCT GAAGGTCGAA

GLuc(MT)reporter

AAAGCCACCA TGGGAGTCAA AGTTCTGTTT
TTTCGGTGGT ACCCTCAGTT TCAAGACAAA

GGCCGAGGCC
CCGGCTCCGG

TGGCCAGCAA
ACCGGTCGTT

CCCGGCAAGA
GGGCCGTTCT

CCGGAAAGCT
GGCCTTTCGA

AGTGCACGCC
TCACGTGCGG

GAAGGCGACA
CTTCCGCTGT

CATTCCTGAG
GTAAGGACTC

TCGCACAGGT
AGCGTGTCCA

CTTGCCAACG
GAACGGTTGC

CTGTGCGACC
GACACGCTGG

GGGCCGGTGG
CCCGGCCACC

AAGCCCACCG
TTCGGGTGGC

CTTCGCGACC
GAAGCGCTGG

AGCTGCCGCT
TCGACGGCGA

GGCTGCACCA
CCGACGTGGT

CAAGATGAAG
GTTCTACTTC

AAGAGTCCGC
TTCTCAGGCG

ATTCCTGGGT
TAAGGACCCA

CGATCTGTGT
GCTAGACACA

TGCAGTGTTC
ACGTCACAAG

TTTGCCAGCA
AAACGGTCGT

TGACTAATAA
ACTGATTATT

Acll
BsaAl
Dralll
Pacl
Rsril
Xhol

> pp53-TA-GLuc-DuraH BRI s (Restriction enzymes that cut pp53-TA-GLuc-Dura)f@4F:

G GTAC,

C

AGAACAACGA
TCTTGTTGCT

ACGGATCTCG
TGCCTAGAGC

GGAGGTGCTC
CCTCCACGAG

GGGGCTGTCT
CCCCGACAGA

AAGTTCATCC
TTCAAGTAGG

ACAGGGCGGC
TGTCCCGCCG

TCAAGGACTT
AGTTCCTGAA

GTGGACTGCA
CACCTGACGT

TGACCTGCTC
ACTGGACGAG

AGATCCAGGG
TCTAGGTCCC

TTCTAGAGTC
AAGATCTCAG

AflII
Bsal
Eco53kl
PaeR71
Sacl
Zral
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element
GCCTGGACTT
CGGACCTGAA
Hindl 11
CAGAAGCTTA
GTCTTCGAAT

GGCAATCCGG
CCGTTAGGCC

GCCCTGATCT
CGGGACTAGA

AGACTTCAAC
TCTGAAGTTG

ATGCTGACCG
TACGACTGGC

AAAGAGTTGG
TTTCTCAACC

GATCTGCCTG
CTAGACGGAC

CAGGACGCTG
GTCCTGCGAC

ATAGGCGAGG
TATCCGCTCC

GGAGCCCTTG
CCTCGGGAAC

CAACTGGCTG
GTTGACCGAC

AAGAAGTGGC
TTCTTCACCG

CCAGGTGGAC
GGTCCACCTG

Ascl
BsiWl
EcoRlI
PFIFI
Sbfl

14

GCCTGGCCTT
CGGACCGGAA

GACACTAGAG
CTGTGATCTC

TACTGTTGGT
ATGACAACCA

GCATCGCTGT
CGTAGCGACA

ATCGTGGCCG
TAGCACCGGC

CGGGAAGTTG
GCCCTTCAAC

AAGCCAATGC
TTCGGTTACG

TCCCACATCA
AGGGTGTAGT

CCACACCTAC
GGTGTGGATG

CGATCGTCGA
GCTAGCAGCT

GAGCAGTTCA
CTCGTCAAGT

CCTCAAAGGG
GGAGTTTCCC

TGCCGCAACG
ACGGCGTTGC

AAGATCAAGG
TTCTAGTTCC

Asel

BspEl
EcoRV
PFIMI
SnaBlI

BstZ171
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AsiSl
BsrGl
MlIul
Pmel
Swal

GTA]TAC

BmgBl
BssHI |
Ndel
Pml1
Tthil1l

4029



AFIILI ATCRYG,T 2597 Bsu361 CC™TNAGG
Agel A~CCGG,T 2268 EcoNI CCTNN™N, NNAGG
Alel CACNNNNGTG 3439 Esp3l CGTCTCN™NNNN,
Apal G,GGCC™C 1534  Fspl TGC|GCA
Apol RTAATT,Y 827 HindI 11 ATAGCT,T
Aval C YCGR,G 63 Hpal GTT]AAC
Bael ,(N) s~ (N) 10ACNNNNGTAYC(N) 7, (N) s~ 1664  Kpnl G,GTAC™C
BamHI1 G GATC,C 984 Mfel C AATT,G
BbvCl CC"TCA,GC 2149 Notl GC™GGCC,GC
BciVl  GTATCC(N)s,N 2799  Nrul TCG|CGA
BcoDl GTCTCN™NNNN, 4361 Pcil ATCATG,T
Bgll GCCN,NNNTNGGC 9 Psil TTA|TAA
Bglll ATGATC,T 75 PspOMI G~GGCC,C
Bpml CTGGAG(N) 14, NN 338  Pwull CAG|CTG
BsaXl LNNN™(N) oAC(N) sCTCC(N) 7 ,NNN™ 155  SFil GGCCN, NNN~NGGCC
BsmAl GTCTCN™NNNN, 4361 SgrAl CR™CCGG, YG
BsmBI CGTCTCN™NNNN, 4361 Smal CCC| GGG
BsoBlI C YCGR, G 63 Spel ATCTAG,T
BspHI T~ CATG,A 3317 Srfl GCCC|GGGC
BssSlI C~ACGA,G 2770 Stul AGG|CCT
BstBI TT CG,AA 2333  TspMl C~CCGG, G
BstEll G GTNAC,C 3444 Xmal C~CCGG, G
BstXl CCAN,NNNNTNTGG 3437 Xmnl GAANN|NNTTC
> pp53-TA-GLuc-DuraSiki Al FH I 5 1P 5an T -
RVprimer3 (4513-4532): CTA GCA AAA TAG GCT GTC CC
> pp53-TA-GLuc-DurafJ &7 5(E RIE S 8 = R M G _EIZBohrfE .
GEL L
e et (253
D2225-1ug pp53-TA-GLuc-Dura (& & B2 5ikr) lug
D2225-100pg pp53-TA-GLuc-Dura ({iz &5 [F kL) 100pg
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3875
1938
4361
1022
85
882
19
891
3417
265
2597
862
1534
1094

1680
65
4348
65
1417
63
63
421

1. EEA 1 pg EAERA= SN, G SEBU D BABR AR IAATEE, BT PR NE, R KB G B T RS R, MRREm
JFORL AT OB BRI PR 7Y€, SOB T T4,
2. 100ugEEEMIATE BRI E 0. 1pg/ul, F£1ml, AT DAE R T B Lok & 5 4,
3. pp53-TA-GLuc-Durar] AR & FIAYAMEEE G 77 IR R4, AN AT DUR I = K Gaussia-Dura Luciferase®{ )t i & 5
RIS K M Gaussia-Dura Luciferase® YR FRIE K,
4. SRAMEG, B4R AT LS B DNASG HI1E F SUA7 AT DASTE p53, AT PARI{Epp53-TA-GLuc-Duradf i 5 BRI R H 14X Bl

MX~m:

TS FE AR 2k
D2102-1ug pGL6 (55 H: A JFkr) lug
D2102-100ug pGL6 (55 H: A JFkr) 100ug
D2105-1ug pGL6-TA (55 R Fikr) lug
D2105-100ug PGL6-TA (55 H Fikr) 100ug
D2106-1ug pGL6-miR (2 H5 £ [K FhL) lug
D2106-100ug pGL6-miR (% £ [K FhL) 100ug
D2108-1ug PAP1-luc (4R &5 F Fik) lug
D2108-100ug PAP1-luc (4R &5 R Fikr) 100ug
D2109-1ug PAPI-TA-luc (Hr 2 E A FhL) lug
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D2109-100ug PAPL-TA-luc (& HF Fikr) 100ug
D212-1ug PARE-luc (55 K FkL) lug
D2112-100pg PARE-luc (4 B Fik) 100pg
D2152-1ug PGRE-luc (&£ [K 5hr) lug
D2152-100ug PGRE-luc (425 F Fikr) 100ug
D2179-1ug PISRE-TA-luc (&£ Fikr) lug
D2179-100pg PISRE-TA-luc (25 5K k) 100pg
D2198-1ug pMyc-TA-luc (4 & E:F pikr) lug
D2198-100ug pMyc-TA-luc (# &5 E R 5Tr) 100ug
D2206-1ug PNFxB-luc (&£ Fikr) lug
D2206-100ug PNFkB-luc (& 3 K fkr) 100ug
D2207-1ug PNFkB-TA-luc (#R25 5 [H Fikr) lug
D2207-100ug PNFxB-TA-luc (53 F FkL) 100ug
D2223-1ug pp53-TA-luc (R & EH Fif) lug
D2223-100ug pp53-TA-luc (& E:H Fkr) 100ug
D2248-1ug pRb-TA-luc (5% H Fikr) lug
D2248-100ug pRb-TA-luc (£ Fikr) 100ug
D2259-1ug PSTAT3-TA-luc (5 F Fikr) lug
D2259-100pg PSTAT3-TA-luc (R &5 KK Fkr) 100pg
D2306-1ug PAAT-promoter-luc (¥ 5 EE K 5ikL) lug
D2306-100ug PAAT-promoter-luc (& & EF Fikr) 100ug
D2286-1ug pIL-6-promoter-luc (¥ & 2 H k) lug
D2286-100ug pIL-6-promoter-luc (#i & 3 X ki) 100ug
D2480-1ug PTNF-a-promoter-luc ($i 5 H K FTL) lug
D2480-100ug PTNF-a-promoter-luc (3 &5 EH FAL) 100ug
D2481-1ug PTNF-a-promoter-TA-luc (i 55 K kL) lug
D2481-100ug PTNF-a-promoter-TA-luc (#i 2 3H Fikr) 100ug
D2762-1ug PRL-SV40-N (% 5 2 (K ik lug
D2762-100ug PRL-SV40-N (4 &5 5 R 5ikr) 100ug
D2768-1ug PRL-SV40-C (4 5 5L H Fikr) lug
D2768-100pg PRL-SVA40-C (25 5 k) 100pg
RG005 UK REDERBHR & B R AT & 100X
RG006 K D ER B A R AR I A & 1000%%
RG016 5 S HOCREHR E E R & 1001
RGO17 T 1 B G ZR R o R R U I 10007k
RG027 WO 2R MR i S A 17 100X
RG028 WU 2R IR o FE RS TR 77 & 1000%%
RG0036 B LA B o5 SR A I & 200X
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	 萤光素、萤光素酶、萤火虫萤光素酶和海肾萤光素酶也经常被称作荧光素、荧光素酶、萤火虫荧光素酶和海肾荧光素酶。
	1. 首次使用1µg包装的本产品时，请先取少量本质粒转化大肠杆菌，进行质粒小量、中量或大量抽提后再用于后续用途。抽提获得的质粒可以通过酶切电泳进行鉴定，或通过测序进行鉴定。
	2. 100µg包装的本产品质粒浓度为0.1µg/µl，共1ml。可以直接用于酶切或者转染细胞。
	3. pp53-TA-GLuc-Dura可以用常规的细胞转染方法转染细胞。检测时可以采用碧云天的Gaussia-Dura Luciferase萤光素酶报告基因检测试剂盒检测Gaussia-Dura Luciferase萤光素酶的表达水平。
	4. 紫外照射、离子辐射等可以导致DNA损伤的作用或试剂可以激活p53，可以用作pp53-TA-GLuc-Dura报告基因检测时的阳性对照。

